A Supplementary Figure 2 . Phylogene+c trees of HvATG1 (A) and HvATG8 (B)and HvATG18 (C) gene families. DNA coding sequences (CDS) were translated toprotein and then aligned using MABL phylogeny program (hIp://www.phylogeny.fr/simple_phylogeny.cgi). Species abbrevia+on are as follows: At(Arabidopsis thaliana), Tc (Theobroma cacao), Rc (Ricinus communis), Gm (Glycinemax), Os (Oryza sa+va), Hv (Hordeum vulgare), Sc (Saccharomyces cerevisiae), Dm(Drosophila melanogaster), Hs (Homo sapiens), Mm (Mus musculus), Ce(Caenorhabdi+s elegans), Tu (Tri+cum urartu) Zm (Zea mays), Bd (Brachypodiumdistachium), Cv (Chlorella variabilis), Gm (Glycine max), Lb (Laccaria bicolor), Vv(Vi+s vinifera). 
